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form: 



Application Serial Number: /°/ 0#& ) C3>9 ; . 

Source: - / <r#//0 

natp. Processed bv STIC: d/b/'XdDl S 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. ' ' r • 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

V) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/0 8 8,6 3 9 

! r.r '.: - c- 1 : .a r \ ■■ I-. 3 C - S- 2 0 , :.: ^ 5 . tx -; 
Output Set: N:\CRF3\03062002\J088639.xaw 

/4 ^110> APPLICANT: Brodin, Thomas 
• 5 . ..Karlstrom, -Pia J. 

6... Ohlsson,' Lennart G. 

7- . Tordsson, Jesper M. . 
.8 - : ' Kearney, .Philip P. 

9" ~ Nilson, Bo H.K. 
11 <12 0> .. TITLE OF' INVENTION: Novel Compounds 
13, <1 3 0> .FILEl^gFERENCE : 0 Q 3.3 0 0 z9 2 0 ,,, ,,, . . 

15" . <XA0>2 CURRENT -APPK^ NUMBER : US 10/088 , 639" T 

il 6 • <i 4 1> CURRENT" Ft LI NG DATE : 2002-03 -20 
18; <150^. PRIOR APPLICATION NUMBER: SE 9903895-2 
19 <1 5 11> PRIOR PILING DATE: 1999-10-28 
21 <160> NUMBER OF SEQ- ID NOS : 51 
-23 <170> SOFTWARE: Patentln Ver. 2.1 - 



DATE: 08/06/2002 
TIME: 14:10:46 



Does Not Compiv 

Corrected Diskette Nseaec 




ERRORED SEQUENCES 



25 
26 
27 
28 
.30 
31 
33 
34 
36 



<210> SEQ ID NO: 1 
<211> LENGTH: 74 7 . 
<2'12> TYPE: DNA - 
<213> ORGANISM: Macaca 



( (rl OBAL J^) 



f ascicularis 



<2 2 1>, NAME/KEY: CDS. w . 
<222> LOCATION: (1)..(747) 

.<223> OTHER INFORMATION.: Coding sequence >VL (1-109) 

. Tinker (110-127.) ■ VH (12&-249) 
<4 00 > SEQUENCE: 1 



modified Huston 




37 


"tct 'tct 


gag 


ctg 


act 


cag 


ggc 


cct 


gca 


ttg* 


tct 


gtg* 


gec -ttg 


gga 


•cat 


48 


38- 


Ser Ser 


Glu 


Leu 


Thr 


Gin 


Gly 


Pro* 


Ala 


Leu 


Ser 


Val 


Ala Leu 


Gly 


His 




39 


1 






5 










10 








15. 






41 


aca gtc 


agg- 


atg 


acc 


tgc 


caa 


gga . gac. 


age 


etc 


aaa 


.acc .-tat. tat 


gca 


. 96 . 


: 42 


Thr Val 


Arg 


Met* Thr 


Cys 


Gin 


Gly Asp 


Ser 


Leu 


Lys 


Thr Tyr 


Tyr 


Ala 




4 3 






20 










• 25 








30. 








45 


age tgg 


tac 


cag 


cag 


aag 


cca 


ggc 


cag 


gtc 


cct 


gtg 


ctg gtc 


ate 


tat 


. 144 


46. 


.Ser Trp 


Tyr 


Gin 


Gin 


Lys 


.Pro 


Gly 


Gin 


Val 


Pro 


Val 


Leu val 


He 


Tyr 




.47 




35 










; 40 










• 45 








49, 


ggt aac 


aac 


tac 


egg 


ce'e 


tea 


ggg- 


ate 


cca 


ggc 


eg a 


ttc.tct 




tec 


192 


,50 


Gly Asn 


Asn 


Tyr 


Arg 


Pro 


Ser 


Gly 


lie 


Pro 


Gly 


Arg 


Phe Ser 


Gly 


Ser 




.51 


, 50 










55 










6 0. 










53 


tgg tea 


gga 


aac 


aca 


get 


tec 


ttg 


acc 


* ate 


act 


gcg 


get cag 


gtg 


gaa ' 


•'240 


54 


Trp Ser, Gly 


Asn 


Thr 


Ala 


Ser 


Leu 


Thr 


■ lie 


Thr 


Ala 


Ala Gln- 


Val 


Glu 




55 


• 65 








7° 










7 5. 








80 . 




57" 


.gat gag 


get 


gap 


tat 


tac 


tgt 


aac 


tec 


tgg 


gac 


age 


kgc ggt 


acc 


cat 


• 288 



A, ^2 217 



RAW SEQUENCE LISTING DATE: 08/06/2002 

PATENT APPLICATION: US/10/0 8 8,63 9 TIME: 14:10:46 



Input Set : A:\003300-920.ST25.txt 
Output Set: N:\CRF3\08062002\J088639.xaw 



58 


Asp 


Glu 


Ala 


Asp 


Tyr 


Tyr 


Cys 


Asn 


Ser Trp 


Asp 


Ser 


Ser 


Gly 


Thr 


His 




59 










85 








90 










95 






61 


ccg 


gta 


ttc 


ggc 


gga 




acc 


egg 


gtg acc 


gtc 


eta 


ggt 


caa 


gec 


aac 


336 


62 


Pro 


Val 


Phe 


Gly 


Gly 


Gly 


Thr 


Arg 


Val Thr 


Val 


Leu 


Gly 


Gin 


Ala 


As ii 




63 








100 










105 








110 








65 


c at 


arj a 


ggc 


g c c 


tct 


qqt 


<~. CC 


gg r - 


gga tec 


ggs 


ggc 


ggc 


ggt 


tct 


gag 


38 4 






>~ j i ; 


G 1 ■■ 


Gly 












-X y 




Gly 


Gly 




} \. U 




67 






115 










120 








125 










68 


gtg 


cag 


ttg 


gtg 


gag 


tct 


999 


gga 


ggc ttg 


gta 


aag 


cct 


ggg 


ggg 


tec 


432 


69 1 


Val 


Gin 


Leu 


Val 


Glu 


Ser 


Gly 


Gly 


Gly Leu 


val 


Lys 


Pro 


Gly 


Gly 


Ser 




7 0 




130 










135 








140 












72 


ctg 


aga 


etc 


tct 


tgt' 


gta 


gee 


tct 


ggg tec 


ate 


ttc 


agt 


age 


tct 


gtt 


480 


7-3 .Leu 


Arg 


Leu. 


Ser 


Cys 


Val Ala 


.Ser 


Gly Ser 


He 


Phe 


Ser 


Ser 


Ser 


Val 




74. 












150 








155 










160 




76 


atg. 


cac 


tgg 


gtc 


cgc 


cag 


get 


cca 


gga aag 


ggt 


ctg 


gag 


tgg 


gtc 


tea 


528 


77 


Met 


His 


Trp 


Val 


Arg Glu 


Ala 


Pro 


Gly Lys Gly. Leu. Glu Trp, Val Ser 




7 8 : 










.165 








, 17 °' 
















80 


gtt att agt gaa 


aat 


999 


cgt 


acc 


att aac 


tac j 


gca gac 


tct -gtg : aa*g 






Val 


lie" 


Ser 


Glu 


Asn 


Gly Arg 


Thr 


lie Asn Tyr Ala Asp Ser Val - Lys 




82 : ' 








180. 










185 








190- 








84 


ggc 


cga 


ttc- 


acc 


ate 


tec 


aga 


gac 


aac. gee. 


aag 


•.aac 


tea 


ctg ttt. 




: 624. 


85 


GlyArg 


Phe 


Thr 


He 


Ser Arg 


Asp 


Asn Ala 


Lys 


Asn 


Ser 


Leu 


Phe 


Leu 




86 






.19.5 










200 








205 










88 


cacj 


atg 


aac 


age 


ctg 


aca 


.ggc 


gag 


gac. acg 


gee 


gtc 


tat 


tac 


tgt agt . 


672 


89 


Gin 


Met 


Asn 


Ser 


Leu 


Thr 


Gly 


Glu 


Asp Thr 


Ala 


Val 


Tyr 


Tyr 


Cys 


Ser 




90 




210 










215 








220 












92 


aga 


gag 


999 


gga 


cct 


gga 


aca 


.a eg 


tec aac 


egg 


etc 


gat 


gee 


tgg. 


ggc 


720 


93 


Arg 


Glu 


Gly Gly 


Pro 


Gly 


Thr 


Thr 


Ser Asn Arg Ley. Asp Ala 


Trp. Gly 




,94 


225 










230 








235 










24 CT 




96 


ccg 


gga 


gtc 


Ctg 


■ gtc 


acc 


gtt 


tec 


tea ' 














•7'47 


97 


Pro 


Gly,. : Val 


Leu 


Val 


Thr 


Val 


Ser 


Ser , ■ 

















98. - 245.^ 

101 <210> SEQ ID NO: 2 

102 <211> LENGTH: .249 . 
10> <2I2*> T.YPE: PRT 

104 <213> ORGANISM: Macaca fascicularis • 

105 <223> OTHER INFORMATION : Coding sequence VL (1-109) - modified Huston 
.106 . , linker (110-127). - VH (.128-^49) ...... 

108 <4 00 > SEQUENCE: . 2 

109 . Ser Ser Glu Leu Thr Gin Gly Pro Ala Leu Ser Val Ala Leu Gly His 

110 : 1 • ^ 5 : * 10 - ' ; 15 
112 Thr Val Arg. Met, Thr Cys Gin Gly Asp Ser. Leu Lys Thr .Tyr Tyr Ala. 
113- ' y. ' 20 • 25 30 - " 

115 Ser Trp Tyr Gin Gin Lys Pro Gly Gin Val Pro Val Leu Val lie Tyr 

116 ■• 35 '40 / 45 ■ 

118 Gly Asn' Asn. Tyr- Arg -Pro- Ser * Gly lie P-ro Gly Arg Phe Ser Gly Ser • 

119 . 50 . .55 60 

121 yT.rp -Ser Gly Asn Thr Ala Ser Leu Thr lie 'Thr Ala Ala Gin- Val Glu 




DATE: 08/06/200 
RAW SEQUENCE LISTING Q TIME : 14:10:46 

PATENT APPLICATION: US/10/088 , 6 jy 

4- c~+- • A-\003300-920.ST25.txt 
Ou P t U put S Se t ; N:^ F 3\0806 2 00 2 Vr08863 9 .raw 

p1 , -. _ Tyr T yr Cys Asn Ser Trp Asp Ser Ser Gly Thr His 

124 Asp Glu Axa ^sp Tyr iyx y 90 95 

™ Pro v ol ,,e „» oil « Thr .r, v.i Thr v.X «. -V «» »• »» 
S Gly GXe Gly S ser Gly OX, Gly «y «r GXy «X» GXy OX, ser «. 
130 ' ... 11:5 . •• gi : :y : :-■ ■• ■" : --" 5 - T '-; : : -' rc '" " ; ' " 

i,leu II I ser Cys VeX E ser », Ser U. £ Ser Ser Ser VeX 
«. Vei.-«; 9 2 «.» *~ W gj « - ~ - 5 1 , ~ 
ij'l vaXXXe Ser GXU E. W XI. « ^ *X...-P ser veX Xys 

i a? r - " 18J0 . . t _ 1n Tvc , Asn ser Leu Phe Leu 

If, Gly «, Phe Thr He ser Are »p M» «• " s ^, . 

.lt,GXa „«„eLser>e»Thr=X,o,e vaX. Tg^s ser. 

m'S'to Gly val Uu VaX Thr va) ser ser . . " 



154 245 




. 158- <210> SEQ,ID NO:. 3- . •• 

159- <211>: LENGTH.: .. 107. 3^ , -■ 

160 <212> TYPE:. PRT 

• £ S 3 3i S?^ 1 !^™, TM-H^ intern alpha-6A 
- > : if 6 ^IlHlfSa Gly Gin Leu Cys Leu Leu Tyr Leu Ser Ala Gly Leu 

.. IS -u Se^uoJ Ala Ala. ,he, * Xeu. Asp. Thr. ,rg Glu. ASP ,sn. 

Pro dy Ser Leu Phe Gly Phe Ser Leu 
>. Ala M^sWGl, Leu Gl ? - CP ^ *rj - Leu Leu Val. 

176=: 50 - . Glu A ~ Leu Pro , Leu. Gin! Arg Ala Asn Arg Thr 

178 Gly Ala Pro Arg Gly Giu aw x, 75 80 

179 .65 - V 70 *«=n Tie Thr Ala Arg Gly . Pro Cys Thr Arg 
• 181 .Gly Gly Leu Tyr Ser Cys Asp He Thr Aia 95 

182 . . 8? . Pro Thr Ser Glu Ser. Lys Glu. Asp 

• •. 184 lie Glu Phe As* Asn Asp Ala Asp Pro Tnr 110 .. . 

; 185 ' m Vg°1v val Thr Val Gin Ser Gin Gly' Pro Gly Gly Lys. Val 

187 Gin Trp Met Gly val mr v<ix 125 

'. 188 .. ... . 1.15 Tyr Lys Arg Gin His Val- Asn Thr Lys 

189 Val Thr Cys Ala His Arg Tyr Giu x.y y ,140 
- • 190 130 ri,, »rd Cvs Tyr Val Leu Ser Gin Asn 

192 Gin. Glu. ser Arg Asp He Phe Gly Arg Cys Tyr. . a60 

193 145. ... 150 . „ , r iv asd Trp Ser Phe Cys Asp 

• 195 "Leu Arg He Glu Asp Asp Met. Asp Gly Gly Asp T P 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/1 0/0 8 8 , 6 3 9 



DATE: 08/06/2002 
TIME: 14:10:46 



Input Set : A:\003300-920.ST25.txt 
Output Set: N:\CRF3\08062002\J088639.raw 

.196"' 165 170 175 

198 Gly Arg Leu Arg Gly His Glu Lys Phe Gly Ser Cys Gin Gin Gly Val 

3C-9 180 185 190 

201 Ala Ala Thr Phe Thr Lys Asp Phe His Tyr lie Val Phe Gly Ala Pro 

202 195 200 205 

2 0' Gly Thr- Tvr Asn Trp Lys Gly Val Arg Val Glu Gin l,ys Asn Asn 

207..Thr Pne Phe Asp Met Asn He Phe Glu Asp Gly Pro Tyr Glu Val Gly 
20a^225 230 235 240 

210 Gly Glu Thr Glu His Asp Glu Ser Leu Val Pro Val Pro Ala Asn Ser 

211 ■ -245 ; • 250 255. . 

213 Tyr Leu. Gly Phe Ser Leu Asp Ser Gly Lys Gly He Val Ser Lys Asp 

214 . . . 2.60. .. 265 . 270. 

216 Glu- lie Thr Phe. Val Ser Gly Ala Pro Arg Ala Asn His Ser Gly Ala 

217 " 275 280 285 

_21.9,\yal Val Leu Leu Lys Arg : Asp Met Lys Ser Ala His Leu Leu Pro Glu 

yi&Z _.!j?9Q. : ; 1.295. 300 . ' 

222^Si^rie Pti^As's^Gl'y^ GllP Gly Leu Al a Ser Ser Phe Gly ' Tyr^Asp Val : 
"2 2a : 305 "; - - 310 " r 315 V ; * ■ ' -320 

2 25. Ala-. Val : Val . Asp Leu • Asn Lys Asp Gly Trp Gin Asp lie Val lie Gly 
226 71 v . . * 325- r ,330 - - - 335 

228. Ala Pro Gin Tyr Phe Asp: Arg Asp Gly Glu Val Gly Gly Ala Val Tyr • 

229 .340 . ... . 345 ;\ - - . 350 ... ...... 

231_Val Tyr Met. Asn Gin .Gin Gly. Arg Trp Asn Asn Val Lys Pro. lie Arg. 
232*'* 355 " 360' . - 3.65 . 

234 Leu Asn Gly Thr Lys Asp Ser Met Phe Gly lie Ala Val Lys Asn lie 

235 . 370 * 375 ; . 380 : . 

237 Gly Asp lie Asn Gin Asp Gly Tyr Pro Asp lie Ala Val Gly Ala Pro 
238,3.85 390 * 395 *.. 400 

2 40 "Tyr Asp- Asp- Leu* Gly Lys Val Phe He Tyr His Gly Ser* Ala Asri Gly 

. 241 . . .. -405.. . .410 ..- .... . ...415 .... 

, 243.__I.le Asn- Thr Lys Pro^hr Gin .Val Leu Lys Gly He Ser Pro Tyr Phe 

A 244 r ". ' 420 * 425 430 

246 Gly. Tyr Ser. lie Ala Gly Asn Met, Asp Leu • Asp .Arg. Asa Ser . Tyr Pro 
247-' 435. . * '-■ 44a ■ . 445 ...... 

248 Asp Val Ala Val- Gly Ser Leu S^r Asp Ser Val Thr lie Phe Arg Ser ■ 

•24 9 450 455 460. - 

251 Arg. Pro Val He Asn lie Gin Lys Thr lie Thr . Val. Thr Pro- Asn Arg .. .. 
252.;4<65 ■ * 470 475: .480 

.254. .lie Asp Leu Arg Gin Lys Thr . Ala Cys Gly Ala Pro Ser Gly He Cys 
255 ■ • ^ 485 '490. ' 495 

257 Leu Gin Val L.ys Ser Cys Phe Glu Tyr Thr Ala Asn Pro Ala Gly Tyr 

258 ... 500.. ■ 505 510 

260 Asn Pro Ser. He Ser He Val. Gly Thr Leu Glu Ala Glu Lys Glu Arg 

261 -* 515 • * 520 ' • " 525 " 

263 Arg Lys Ser Gly Leu Ser Ser Arg Val Gin Phe Arg Asn Gin Gly Ser ' 

264 . 5.30 .. '5.35 540 

266 Glu Prp'Lys Tyr Thr. Gin 'Glu Leu Thr Leu Lys Arg Gin Lys Gin Lys 

267 545 *' *■ 550 * * ' 555 560 



RAW SEQUENCE LISTING DATE: 08/06/2002 

PATENT APPLICATION: US/10/0 8 8 , 63 9 TIME: 14:10:46 



Input Set : A:\003300-920.ST25.txt 
Output Set: N:\CRF3\08062002\J088639.raw 



269 


.Val 


Cys 


Met 


Glu Glu 


Thr 


Leu Trp 


Leu 


Gin 


Asp 


Asn 


lie 


Arg 


Asp 


Lys 


270 








565 








570 










57 5 




27 2 


Leu 


Arg 


Pro 


lie Pro 


lie 


Thr Ala 


Ser 


Val 


Glu 


He 


Gin 


Glu 


Pro 


Ser 


273 








580 






585 










r > Q 0 






275 


Ser 


Arg 


Arg 


Arg Val 


Asn 


Ser Leu 


Pro 


Glu 


Val 


Leu 


Pro 


He 


T >■-■"*' 




27 s 






59 5 






600 










605 










S^r 


A s p 


Gin 


Pro Lys 


~.i h s: 


a His 


T i 




V f . 1 




Phe 


Leu 


Lv s 


C-J U 


-27 9 ■ 




610 








bx5 








620 










281 


Gly 


Cys 


Gly 


Asp Asp 


Asn 


Val Cys 


Asn 


Ser 


Asn 


Leu 


Lys 


Leu 


Glu 




282 


625 








630 








635 










640 


2 8 4. -Lys 


Phe 


Cys 


Thr Arg 


Glu 


Gly Asn 


Gin 


Asp 


Lys 


Phe 


Ser 


Tyr 


Leu 




285 








64 5 








650 










655 






He 


Gin* 


Lys 


.Gly Val 


Pro 


Glu Leu 


Val 


Leu 


Lys 


Asp 


Gin 


Lys 


Asp 


He 


288 . 


v- ■ 
*■ 






660 






665 










670' 






290 


Ala 


Leu 


Glu 


lie Thr 


Val 


Thr Asn 


Ser 


Pro 


Ser 


Asn 


Pro 


Arg 


Asn 


Pro 


291 






.675. 






680 










685 








293 


Thr _Lys. Asp 


Gly Asp 


Asp 


Ala His 


Glu 


Ala 


Lys 


Leu 


He 


Ala- 


Thr 




294 












695 r 








700f 










■296 


Pramsp^Thf^Leij Thr- Tyr -Ser Ala-Tyr Arg 


Glu 


Leu Arg 


Ala 


Phe: 


Pro 


297 


705: 








710 








715 










720 


,299 


Glu: Lys Gin Leu SerJ Cys Val Ala 


Asn 


Gin 


'Asn 


Gly Ser 


Gin" 


Ala 


Asp 


300 








725 








730 










735 




302^-Cys 


Glu Leu Gly. Asn 


Pro- 


Phe Lys 


Arg 


Asn 


Ser 


Asn 


Val 


Thr 


Phe 


Tyr 


303 ; 








.740 






745 










750- 






305 


Leu 


Val" 


Leu 


Ser Thr 


Thr 


Glu Val 


"Thr 


Phe 


Asp Thr 


•Pro 


Asp- 


Leu 


Asp 


306 






-755- 






760 










765 








307 


lie 


Asn 


Leu Lys Leu 


Glu 


Thr Thr 


Ser 


.Asn 


Gin 


Asp 


Asn 


Leu 


Ala 


Pro 


308 




770 








775 








780 










310 


lie 


Thr 


Ala' 


Lys* Ala 


Lys 


Val Val- 


He 


Glu 


Leu- 


Leu 


Leu 


Ser Val 


Ser 


311- 


765- 








'7-90 








795 










800 


;313 


Gly Val Ala Lys Pro' Ser 


Gin Val 


Tyr 


Phe 


Gly Gly 


Thr 


Val 


Vai 


Gly 


314 








805 








■810' 










815 




"316 


Glu 


Gin 


'Ala 


Met Lys 


Ser 


Glu Asp 


Glu 


Val 


Gly 


Ser 


Leu 


He Glu Tyr 


: ai? 








820 






825 










830 






319 


Glu. Phe: 


Arg Val I le As n. Leu Gly 


Lys 


Pro 


Leu 


thr 


Asn 


Leu 


Gly Thr 


320- 






835 






% 840 










.845 








322 


Ala 


Thr 


Leu. 


Asn lie 


Gin 


Trp Pro 


Lys. 


Glu 


lie 


Ser 


Asn. 


Gly Lys- 


Trp 


32 3 




850 
















860 










325 


Leu .Leu Tyr Leu Val- Lys Val Glu 


Ser Lys 


Gly 


Leu^Glu 


Lys 


Val 


Thr 


.326 


.865 








870 








875 










880 


328 


Gys 


Glu 


Pro 


Gin Lys 


: Glu lie Asn 


Ser 


Leu 


Asn Leu 


Thr 


Glu 


Ser, 


His 


329 








~ 885 








. 890 










895 




331 


Asn 


Ser 


Arg 


Lys Lys Arg 


Glu He 


■Thr 


Glu 


Lys 


Gin 


He 


Asp 


Asp 


Asn 


332 








900 






905 










910 






334 


Arg 


Lys 


Phe 


Ser -Leu 


Phe 


Ala Glu 


Arg' Lys- 


Tyr 


Gin 


Thr 


Leu .Asn 


Cys 


335 






915. 






,920 










-925 








337 


Ser Val 


Asn 


Val .Asn' 


Cys 


Val Ash 


He 


Arg 


Cys 


Pro 


Leu 


Arg 


Gly 


Leu 


338 




9.30 








935 








94.0 










340 


r Asp 


Ser 


. Lys 


Ala' Ser 


Leu 


lie Leu 


Arg 


Ser 


Arg 


Leu 


Trp 


Asn 


. Ser 


Thr 



Page 6 of 17 
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.341 945 






950 










955 










960 


34 3 Phe Leu 


Glu Glu 


Tyr 


Ser 


Lys 


Leu 


Asn 


Tyr 


Leu 


Asp 


He 


Leu 


Met 


Arg 


3 4 4 




965 










970 










975 




34 6 Ala Phe 


He Asp 


Val 


Tor 


Ala 


h\ s 


A 1 2 


Glu 


Asn 


He 


Arg 


Leu 


Pro 


Asn 


* •'•34 7 


9 80 










8 l 










990 






34 9 Ala Gly 


Thr Gin 


Val 


Arg 


Val 


Thr 


va 1 




Pro 


Ser 


Lys 


Thr 


Val 


Ala 


350^ 


995 






1000 








j 










w 352 Gin Tyr 


Ser Gly 


Val 


Pro 


Trp 


Trp 


lie 


He 


Leu 


Val 


Ala 


He 


Leu 


Ala 


353 1010 






1015 








1020 










355 Gly He 


Leu Met 


Leu 


Ala 


Leu 


Leu 


val 


Phe 


He 


Leu 


Trp 


Lys 


Cys 


Gly 


. ._;356.;i025 ■. 




v. 1030 








1035 








1.040 


358 Phe Phe 


Lys Arg. 


Asn 


Lys 


Lys 


Asp 


His 


Tyr 


Asp 


Ala 


Thr 


Tyr 


His 


Lys 


359";; 


1045 








1050 








1055 




.. : 3 61 Ala Glu 


He His. 


Ala 


Gin 


Pro 


Ser 


Asp 


Lys 


Glu 


Arg 


Leu 


Thr 


Ser 


Asp 


362 


1060 








1065 








1070 






.~ -"-364- ma . r. 

. 3.6 6 <2 1 0 >.._ SEQ ID NO : 














































--. 




.^.3'6.7 * <2 1 I>Zt LENGTH:; 187 5 
























— ~3 6 8 1 < 2 12 >" " TYPE r PRT 


























> - 369" <213> ORGANISM 


Human 






















. 371; <223>- OTHER INFORMATION: 


: Integrin beta-4 precursor 








!^-> 373 <400> SEQUENCE: 


4 
























... 37.4 Met Ala 


Gly Pro. Arg . 


Pro 


Ser 


Pro 


Trp. 


Ala 


Arg 


Leu 


Leu 


Leu 


Ala 


Ala 


- .,375-, v.x .;. 




5 










ip. 










.15 




. ' 1{ ^77. Leu lie" 


Ser Val' 


Ser 


Leu 


Ser 


Gly 


Thr 


Leu 


Ala 


Asn 


Arg 


Cys 


Lys 


Lys 


; -378 - 


20 










25 










30 






. .. 380 Ala Pro 


Val. Lys Ser. 


Cys 


Thr 


Glu 


Gys 


Val 


Arg 


Val 


Asp. 


Lys 


Asp 


■Cys 


^ ^81^; 


35 








40 










45 




Thr 




.. 383 Ala Tyr 


Cys Thr Asp 


Glu 


Met 


Phe 


Arg 


Asp 


Arg 


Arg 


Cys 


Asn 


Gin 


^ - 3 8 4; 50 


















60 










.386 . Ala . Glu 


Leu L.eu. Ala 


Ala 


Gly. 


Cys 


Gin 


Arg 


.Glu 


Ser 


He 


Val 


: Val 


Met 


7 387.... 65 




.. - 70 










75 










80 


389**Gl\i Ser 


Ser Phe 


Gin 


lie 


Thr 


Glu 


Glu 


Thr 


Gin' 


lie 


Asp 


Thr 


Thr 


Leu 


" 390 




85 










. 90 










95 




* 392 Arg. Arg 


■Set Gin- 


Met 


:Ser 


Pro 


Gin 


Gly 


Leu 


Arg 


Val 


Arg 


Leu 


Arg 


Pro 


: v;. '• 393 : \ 


.; .100. 










105 










110 






395 Gly Glu 


Glu Arg 


His 


Phe : 


Glu 


Leu 


Glu 


Val 


Phe 


Glu 


Pro 


Leu 


Glu 


Ser 


396 


115. , 








120. 










125 








3!98 Pro Val 


Asp- Leu 


Tyr 


He 


Leu 


Met 


Asp 


Phe 


Ser 


Asn 


Ser 


Met 


Ser 


Asp 


"' 399* . 13Q 






135 








.140 










401" Asp Leu 


Asp Asn 


Leu 


Lys 


Lys 


Met 


Gly 


Gin 


Asn 


Leu 


Ala" 


Arg 


Val 


Leu 


402 14 5 






150 










155 










160 


4 04 Ser. Gin 


Leu Thr 


Ser 


Asp 


Tyr 


Thr 


He 


Gly 


Phe. 


Gly 


Lys. 


Phe 


Val 


Asp 


405 




165 










170 










175 




'407 Lys Val 


Ser Val 


Pro 


Gin 


Thr 


Asp 


Met 


Arg 


Pro 


Glu 


Lys 


Leu' 


Lys 


Glu 


408. 


180 










185 










190 






410. Pro Trp 


Pro Asn 


Ser 


Asp. 


Pro 


Pro 


Phe 


Ser 


Phe 


Lys 


Asn 


Val 


lie- 


Ser 


■ ; 411 *. 


195 








2.00 










205 








- 413 Leu 'Thr ' 


Glu' Asp Val- 


Asp 


Glu 


Phe 


Arg 


Asn 


Lys 


Leu' 


Gin 


Gly- 


Qlu 


Arg 
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414 


; 210 




215 










220 










416 


lie Ser Gly 


Asn Leu Asp 


Ala 


Pro 


Glu 


Gly 


Gly 


Phe 


Asp 


Ala 


He 


Leu 


417 


225 


230 










235 










2 4 0 


419 


Gin Thr Ala 


Val Cys Thr 


Arg 


Asp 


He 


Gly 


Trp 


Arg 


Pro 


Asp 


Ser 


Thr 


4 20 




24 5 


















255 




•42 2. 


His Leu Leu 


Val Phe Ser 


Thr 


Glu 


Ser 


Ala 


Phe 


His 


Tyr 


Glu 


Ala 


Asp 


4 2 3" 




260 






265 










270 






,4 2 5 


Gly Ala Asn 


Val Leu Ala 


Gly 


He 


Met 


Ser 


Arg 


Asn 


Asp 


Glu 


Arg 


Cys 


42 6 


275 






280 










285 








.4 27 


His Leu Asp 


Thr Thr Gly 


Thr 


Tyr 


Thr 


Gin 


Tyr 


Arg 


Thr 


Gin 


Asp 


Tyr 


4 28 


290 




295 










300 










•4.30 


Pro Ser. Val 


Pro Thr Leu 


Val 


Arg 


Leu 


Leu 


Ala 


Lys 


His 


Asn 


lie- 


He 


4 31 


305 


310. 










315 










320 


•433 


Pro He Phe 


Ala. Val. Thr 


Asn 


Tyr Ser 


Tyr 


Ser 


Tyr Tyr 


Glu 


Lys 


Leu 


4 34 




325 








330 










335 




' 43 6 


pis Thr Tyr 


Phe Pro Val. 


Ser 


Ser. 


Leu 


Gly 


Val 


Leu 


Gin 


Glu 


Asp 


Ser 


"437 




340". 






345 










350 






"4.39 


Ser Asn llle _Yal- Glu Leu Leu 


Glu Glu Ala 


Phe Ash- Ar ^ lie Arg: 


Ser 


^#40' 








360 










365 








442._ 


Asn; Leu Asp. 


lie .Arg. Ala. 


Leu 


Asp. 


Ser Pro Arg Gly 


Leu 


Arg. 


Thr 


Glu 


. .4 43- 


; : V; . 370 , . 




375 










380, 










445 


Val Thr Ser Lys. Met Phe 


Gin 


Lys. 


Thr Arg Thr Gly 


Ser 


' Phe 


His 


He 


446 


385 . ... ;., . 


......... 3 9.0 










395 










400 


.44.8 


Arg. Arg Gly 


Glu Val Gly lie 


Tyr 


Gin 


Val 


Gin 


Leu 


Arg 


Ala 


Leu 


Glu 


/ 449 




405 








410 ; 










415 




"451 


His Val Asp 


Gly Thr His 


Val 


Cys 


Gln. 


Leu 


Pro 


Glu 


Asp 


Gin 


Lys 


Gly 


452 




.420. 






425 










430 






454 


"Asn He His 


Leu Lys Pro Ser 


Phe 


Ser Asp Gly Leu Lys Met . Asp Ala 


455 


.435 






440 










445 








457 -Gly; ile'Ile Cys. Asp .Val* Cys 


Thr 


Cys 


Glu 


Leu Gin 


Lys 


.Glu Val. Arg 


458 


450 . 




455 










460. 










m 460 


Ser Ala Arg 


Cys Ser .Phe 


Asn 


Gly 


Asp 


Phe' 


Val 


Cys' 


Gly 


Gin ' 


Cys Val 


4 61 


465 


470 










475 










480 


463 .Cys Ser Glu Gly Trp-. Ser Gly 


Gin 


Thr 


Cys 


Asn 


Cys 


Ser 


Thr Gly 


Ser 


4-64 




.485.: 








.490 










495 




-466 


Leu" Ser Asp 


lie Gin Pro 


. Cys 


Leu 


Arg, Glu Gly Glu Asp. Lys. 


Pro 


Cys 


4.67 




500 






505 










510 






4j69 


Ser Gly Arg 


Gly Glu Cys 


Gin 


Cys 


Gly 


His 


Cys 


Val 


Cys 


Tyr 


Gly 


Glu 


470 


515 






520 








525 








.472. 


Gly Arg Tyr Glu Gly Gin 


Phe 


Cys 


Glu 


Tyr Asp 


Asn 


Phe' Gin 


Cys 


Pro 


"473 


530 




535 










54 0' 










-475. 


Arg Thr Ser Gly Phe Leu Cys. 


.Asn 


Asp 


Arg 


Gly : Arg 


Cys 


Ser 


Met 


Gly 


476 


545. 


550 










555 










560 


478 


Gin Cys. Val 


Cys Glu. Pro 


Gly 


Trp 


Thr .Gly 


Pro 


Ser 


Cys 


Asp 


Cys 


Pro 


479 




565 ■ • 








570 










575 




4 81 


Leu Ser Asn 


Ala Thr. Cys* He 


Asp 


Ser 


Asn Gly Gly 


lie. 


Cys 


Asn- 


Gly 


482. 




580 






585 










590 






4 84 


Arg Gly His 


Cys Glu Cys' 


Gly 


Arg 


Cys 


His ; 


Cys 


His 


Gin 


Gin 


Ser 


Leu 


4 8 5'. 


■ 595' 






600 










60.5 
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486 Tyr 


Thr 


Asp 


Thr He 


Cys 


Glu 


He 


Asn 


Tyr 


Ser 


Ala 


He 


His 


Pro Gly 


4 87 


610 








615 










620 








AQ9 Leu 


Cys 


Glu 


Asp Leu 


Arg 


Ser 


Cys 


Val 


Gin 


Cys 


Gin 


Ala 


Trp 


Gly Thr 


490 625 








630 










635 








64 0 


492 Oly 


Giu 


Lys 


Lys Giy 


Arg 


Thr 


Cys 


Glu 


G -i. u 


( - y 


Asn 


Phe 


Lys 




-'• 7 -493 






645 










650 










u U 1> 


' : '495 Met 


val 


Asp 


Glu Leu 


Lys 


Arg 


Ala 


Glu 


Glu 


Val 


Val 


Val 


Arg 


Cys Ser 


Vi; T 496 "•: 






660 








665 










670 




4 98 Phe 


Arg 


Asp 


Glu Asp 


Asp 


Asp 


Cys 


Thr 


Tyr 


Ser 


Tyr 


Thr 


Met 


Glu Gly 


'4 99 




675 








680 










685 






501 -Asp Gly 


Ala- 


Pro Gly. 


Pro 


Asn 


Ser 


Thr 


Val 


Leu 


Val 


His 


Lys 


Lys Lys 


• 502 . 


690 








^695 










700 








. 504 . Asp Cys 


Pro 


Pro Gly 


S.er 


Phe 


Trp 


Trp 


Leu 


He 


Pro 


Leu 


Leu 


Leu Leu 


"505 7 05 








710 








715 








720" 


50-7 Leu 


Leu 


Pro 


Leu Leu 


Ala 


Leu 


Leu 


Leu 


Leu 


Leu 


Cys 


Trp 


Lys 


Tyr Cys 


-- : r A 508!^^ 






- 725 










730 










735 


510 Ala Cys Cys Lys. Ala 


Cys 


Leu 


Ala 


Leu 


Leu 


Pro 


Cys 


Cys 


Asn Arg Gly 








740 . : 








745 










750 




^-^513 HTs^Metr Val Gly Phe 


■T,yS: ;; GlU: 


Asp 


His 


Tyr; Met 


Leu 


Arg 


Glu 


Asn Leu 






75 S 








76Q 










7.65 






-. w - -516 Met 


Ala 


Ser 


Asp His 


Leu 


Asp 


Thr 


Pro' 


Met 


Leu 


Arg 


Ser 


Gly Asn Leu 


517 ; 


770 








775 










780 








519; Lys 


Gly Arg Asp Val 


Val 


Arg 


Trp 


Lys 


Val. 


Thr 


Asn . 


Asn 


Met 


Gin Arg 


. 5.20 785 








790 








795 








* - 800. 


52 : 2 /: Pro Gly Phe Ala Thr 


His 


Ala 


Ala 


Ser 


lie 


Ash 


Pro 


Thr 


Glu 


Leu Val 


523 






805 






- 




810 










815 


; - 525 Pro Tyr Gly Leu Ser 


Leu 


Arg 


Leu 


Ala 


Arg 


Leu 


Cys 


Thr 


Glu 


"Ash Leu 








820 






/ 


825 










830 




528 Leu 


Lys 


Pro Asp Ihr 


Arg 


Glu 


Cys 


Ala 


Gin 


Leu 


Arg 


Gin- 


Glu 


Val Glu 


' V- "529 ; 




83.5 








840 










845 






-.531. Glu 


Asn 


Leu 


Asn Glu 


Val Tyr 


Arg 


Gin. 


Ue 


Ser 


Gly 


Val 


His 


Lys Leu 


532- 


850 








855 










86*0 








'534 Gin 


Gin 


Thr 


Lys Phe 


Arg Gin 


Gin 


Pro 


Asn 


Ala 


"Gly 


Lys 


Lys Gin Asp. 


.' 53 5 - 865 








870 










875 








880 


• ' 537 His 


Thr 


He Val* Asp 


Thr 


Val 


keu 


.Met. 


Ala. 


.Pro 


Arg, 


Ser 


. Al.a Lys Pro 


538 






885 










890 










895 . 


• ; : 54 0 Ala 


Leu 


Leu 


Lys Leu 


Thr 


Glu 


•Lys 


Gin 


Val 


Glu 


Gin 


Arg 


Ala 


Phe : His 


- . \ 541, . • 






900 








905 










910 : 




54 3 Aspi 


Leu 


Lys 


Val Ala 


Pro 


Gly 


Tyr 


Tyr 


Thr 


Leu 


Thr- 


Ala 


Asp Gin Asp 


* '544^ 




915 








920 










925 






54 5 Ala 


Arg 


Gly Met Val 


Glu 


Phe 


Gin 


Glu 


Gly 


Val 


Glu 


Leii Val Asp Val 


■ 546 . • 


930 








.935 










9,4 0 








. 54 8 Arg 


Val 


Pro 


Leu Phe 


He 


Arg 


Pro 


Glu 


Asp 


Asp 


Asp 


Glu 


Lys 


Gin Leu 


' 549 .945 








950 










955 








960 


'* 551 'Leu 


Val 


Glu 


Ala lie 


•Asp 


Val 


Pro 


Ala 


Gly 


. Thr 


Ala 


Thr. 


Leu 


Gly Arg. 


' ■"' 552 






• .965 










970 










975 


554 Arg 


Leu* 


Val 


Asn. lie 


' Thr 


lie 


' lie 


Lys 


Glu 


Gin 


Ala 


Arg 


Asp 


Val Vai 


- ; : • 555 






980.'' 








985 










990 




' 557 Ser 


Phe 


Glu 


Gin Pro 


.GlU 


Phe 


Ser 


Val 


Ser 


Arg 


Gly 


Asp 


Gin Val Ala 



Of£. /AO 
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55 8:. 




995 




1000 








1005 








560 


Arg lie 


Pro 


Val 


lie Arg Arg Val 


Leu 


Asp 


Gly 


Gly 


Lys 


Ser 


Gin 


Val 


561 


1010 






1015 






10 2 0 










5 6 3 


Ser Tv?; 


Arg 


Thr 


Gin Asp Gly Thr 


Ala 


G I n 


G.I y 


Asn 


Arq 


Asp 


Tyr 




56 4 


1025 






1030 
















566 


Pro Val 


Glu 


Gly 


Glu Leu Leu Phe 


Gin 


Pro 


Gly 


Glu 


Ala 


Trp 


Lys 


G-LU 


567 






1045 




.050 








1055 




.569 


Leu Gin 


Val 


Lys 


Leu Leu Glu Leu 


Gin 


Glu 


Val 


Asp 


Ser 


Leu 


Leu 


Arg 


570 




1060 


1065 








1070 






572 


Gly Arg 


Gin 


Val 


Arg ..Arg Phe His 


Val 


Gin 


Leu 


Ser 


Asn 


Pro 


Lys 


Phe 


573 


1075 




.1080 








1085 








575. Gly.; Ala 


■ His 


Leu Gly' Glh Pro His 


Ser 


Thr 


Thr 


He 


He 


He 


Arg 


Asp 


576 


- 1090 






- - 1095 






1100 










578 


Pro Asp 


Glu 


Leu 


Asp. Arg Ser Phe 


Thr 


Ser 


Gin 


Met 


Leu 


Ser 


Ser 


Gin 


579 


1105 






1110 




1115 








1120 



58iLVP.ro Pro Pro His Gly Asp Leu. Gly Ala Pro Gin Asn Pro. Asn Ala Lys 
;-582r " "1125^ \ 1130 * 1135 

— 584 Sr ^la^ly 'Ser Arg^Lys^ile- Hi6 Phe Asn trp. Leu Pro Pro Ser Gly 
■z^5.B5^^r^r -v— 114 Or : rr V: - - ; : r - 114 5-: 1 ' 1150 ^ - 

587 Lys Pro Met Gly. Tyr . Arg Val Lys . Tyr Trp lie Gin Gly. Asp Ser Glu 
,:,5.a&-.c u .1155 1160 . .- 11-65 

590 Ser Glu Ala His Leu Leu Asp' Ser Lys Val Pro Ser Val Glu Leu Thr 

59,1 . . 1170 ... ... ....1175 . . .. . . , .1180. ' . . ....... 

593 .Asn Leu Tyr Pro Tyr Cys Asp Tyr Glu Met Lys .Val Cys Ala Tyr Gly 

- : 5194-^185 * 7 " ! ' ' * " : 119~0~ : ~ v ' ' 1195 ' ' v " ' ' " '1200 

596 Ala Gin Gly Glu Gly Pro Tyr Ser Ser Leu Val Ser Cys Arg Thr His 
-'597,,,; ... 1205 .1210 .1215 

- 599 Gin Glu Val Pro Ser Glu Pro Gly Arg. Leu Ala Phe Asn Val Val Ser 
600 * 1220 1225 1230 

602 Ser- Thr Val Thr Gin Leu Ser Trp Ala Glu Pro Ala Glu Thr Ash' Gly 
. 603 ' * 1235 . . .'. .1240. . . .1245 

604. Glu lie Thr Ala. TyrJ ; Glu Val Cys Tyr Gly Leu Val Asn Asp Asp Asn. 
605 : " - 1250 * : 1255 ' ■ 1260* " 

607 Arg. Pro. lie Gly Pro Met Lys Lys Val Leu Val Asp Asn Pro. Lys Asn 
.,'608-1265,;/.:/.' , ,. , ," ..1270 - 1275 .1280 

■ 610- Arg Met Leu Leu I1& Glu Asn- Leu Arg Glu. Ser Gin Pro Tyr Arg- Tyr 
--,.611 • . ' ;. 1285 .1290- 1295 ; 

613 Thr Val .Lys Ala Arg Asn Gly . Ala Gly Trp Gly Pro Glu Arg Glu. Ala 
614-.": 1300 * 1305 1310 ' . 

616 He. He Asn Leu Ala Thr Gin Pro Lys Arg Pro Met ' Ser . lie Pro lie 
617". " ; 1315 ' 1320 " 1325" 

619 lie Pro Asp He Pro He -Val Asp Ala. Gin Ser Gly Glu Asp Tyr As.p 

620 , 13'30 - 1335 1340 

622 Ser Phe Leu Met Tyr Ser Asp Asp Val Leu Arg Ser Pro Ser Gly Ser 
653 1345 ' 1350 '""'*--. " 1355 ' ■ 1360 

62.5 Gin Arg "Pro .Ser." Val" .Ser Asp Asp' •• Thr .Gly Cys Gly Trp Lys Phe.: Glu 
626 * 1365- . 1370. ., 1375 

.6.28 Pro Leu Leu. Gly- Glu Glu Leu Asp Leu Arg Arg Val Thr Trp Arg Leu 
6.29 " '■: 1380 * 13B5 ' " 1390 
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631 Pro Pro Glu Leu lie Pro Arg Leu Ser Ala Ser Ser Gly Arg Ser Ser 

632 1395 1400 1405 

634 Asp Ala Glu Ala Pro Thr"Ala Pro Arg Thr Thr Ala Ala Arg Ala Gly 

635 1410 1415 1420 

637 Arg Ala Ala Ala Val Pro Aic; Ser Ala Thr Pro Gly Pro Pro Gly GIo 

638 1425 1430 1435 1440 
640 His Leu Val Asn Gly Arg Met Asp Phe Ala Phe Pro Gly Ser Thr Asn 
64.1.:. ; 1445 1450 1455 

.64 3 Ser Leu His Arg Met Thr Thr Thr Ser Ala Ala Ala Tyr Gly Thr His 
644:- 1460 1465 1470 

64 6. Leu Ser Pro His Val Pro His Arg Val Leu Ser Thr Ser Ser Thr Leu 
647 1475* .1480 1485 

64 9 Thr Arg Asp Tyr Asn Ser Leu Thr Arg Ser Glu His Ser His Ser Thr 
.650 T* 1490 / \". . 1495 1500 

652 Thr Leu Pro Arg Asp Tyr Ser Thr Leu Thr Ser Val Ser Ser His Gly 
653. 1505- . 1510 . • . 1515 . 1520 

655 Leu. Pro Pro lie Trp Glu His Gly Arg Ser Arg Leu Pro Leu Ser Trp 

-656>;j : *1525 ' '.T - 1530 / : . ' : -V : "/ .*; ^1535^—^ 

658 Met Lys Gly Phe Pro Pro Ser 
659- ; 154 ... . . .1545'. : ... . 1550* ., 

661 Arg Qly Pro Arg : Asp Ser lie lie Leu Ala Gly Arg Pro Ala Ala ..Pro - 

662 . 1555 .• ' 15.60 1565 . 

663 Ser. Trp G.ly Pxo.Asp Ser ..Arg Leu .Thr Ala Gly Val Pro Asp Thr Pro.. 

664 ; .1570.".." 1575 . 1580 ... 

666 Thr Arg Leu Val Phe Ser Ala Leu Gly Pro Thr- Ser Leu Arg Val Ser 

667 1585 1590 • . 1595 ' - 1600 
669 Trp Gin Glu Pro Arg Cys Glu Arg Pro. Leu Gin Gly Tyr Ser Val Glu 
670: . -. 1605 1610 ■ • . -1615 
672 Tyr Gin Leu Leu Asn Gly Gly Glu Leu His Arg Leu Asn lie Pro Asn 

-673/ 1620 : • ' " 1625 • ' 1630 

675 . Pro Ala Gin . Thr Ser Val Val Val Glu. Asp Leu Leu Pro Asn His .Ser. 

676. 1635 . 2- 1640 1645 

678- Tyr Val Phe Arg Val Arg* Ala Gin "Ser Gin Glu Gly Trp Gly Arg Glu 

679 . 1650 .1655 " . . 1660 

681 Arg ^Glu Gly Val lie Thr lie Glu Ser Gin Val His Pro Gin Ser .Pro ■ 

682 166.5 * - .1670 ■ -.1675- 1680* 
684 Leu Cys Pro Leu Pro Gly Ser Ala Phe Thr Lea Ser Thr Pro Ser Ala 

.685- 1685 ... 16,90 . 1695 . . 

68-7 Pro Gly Pro Leu . Val Phe . Thr Ala Leu Ser Pro Asp Ser Leu Gin Leu 
688 . 1700 . 1705 . * ' .1710 

69D Ser Trp Glu Arcj Pro Arg Arg Pro Asn Gly Asp lie Val Gly Tyr Leu. 
-691 . 1715 . . 1720 1725. 

693.. Val Thr Cys Glu Met Ala Gin Gly. Gly Gly Pro Ala -Thr. Ala. Phe Arg ■ 
694 1730 1735 1740 

696 Val Asp* Giy Asp Ser Pro Glu Ser Arg Leu- Thr Val Pro Gly Leu Ser" 
.697 1745* : .1750. . " • -1755 * ' 1760 ' • 

699 Glu Asn Val. Pro Tyr Lys Phe Lys Val Gin Ala Arg Thr-Thr Glu. Gly - ■• 
•700 •• ' ' " 1765 ■ -1770 - 1775 " 

702 P"he Gly Pro Glu Arg Glu 'Gly lie lie. Thr lie Glu Ser Gin Asp Gly 
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703 1780 1785 1790 

705 Gly Pro Phe Pro Gin Leu Gly Ser Arg Ala Gly Leu Phe Gin His Pro 

706 1795 1800 1805 

708 Leu Gin Ser Glu Tyr Ser Ser lie Thr Thr Thr His Thr Ser Ala Thr 

709 1810 1315 1820 

711 Glu Pro Phe Leu Val Asp Gly Pro Thr Leu Gly Ala Gin His Leu Glu 

712 1825 1830 1835 1840 

714 Ala Gly Gly Ser Leu Thr Arg His Val Thr Gin Glu Phe Val Ser Arg 

715 1845 1850 1855 

717 Thr Leu -Thr Thr Ser Gly Thr Leu Ser Thr His Met Asp Gin Gin Phe 

718 . 1860 • ■ 1865 . 1870 
• 720 -'Phe- Gin "Thr • 

" 721 ^ . 1875 \ ..... . 

722 <il0> SEQ'ID NO:. 5 

723 <211> LENGTH : * 8 

724 <212> TYPE: PRT 
'725 <213> ORGANISM: Human 

" 77 2 7 ' z <2 2 3> : ' OTHER"' TN?Olb^TION-: Amino .acids _ 61 r 6 8 'of SEQ ID NO : 3 
E- :-> : \72 9 <4 00 > / Sequence :t^5 "-"vtzh^ ; * : ■ -^.v? -~ : ' -"•' : ' •' "• 

-730 .leu LeuyLeu. ValJ Gly^Ala. Pro Arg 
■■=*- ^- 734--. 1- • • ."• -.5^' - ...... 

" : 734 <210> SEQ ID NO : 6 

• 7 3 5 <2 ll> • LENGTH.: . 2 0. « . . 
[ 736 <212> TYPE : PJRT ^l,.: 

7 37 <213> ORGANISM:. Human 
;* 739 <223> OTHER INFORMATION : Amino acids 77-96 of SEQ ID NO: 3 
E--> 741 <400> SEQUENCE: 6 

742 Ala Asn Arg- Thr Gly Gly Leu -Tyr ' Ser Cys Asp lie Thr Ala Arg Gly 

743 1 5 10 15. 
745" Pro Cys Thr Arg ' ' * 

746 . / ... . ' 20. ... - . ... ..' . •.. . ;. • 

.749 <21Q> SEQ ID NO: 7 ^ . . 
• 750 <211> LENGTH: 16 
.751 <212> TYPE: PRT 
752 . <213>- ORGANISM-: Human >: 
: 754 <223> OTHER INFORMATION: Amino acids 127-137 of SEQ ID NO: 
E--> 756 <400> SEQUENCE: 7 

..... ...757 Val yal Thr Cys Ala. His. Arg Tyr Glu Lys • . . 

758 1 5 10 

.761 <210:> SEQ. ID NO: .8 ' . 
762 <211> LENGTH-: 7 
■ 763 <212> TYPE: PRT 

7 64 <213> ORGANISM: Human 

766 <223> OTHER INFORMATION: Amino acids 138-144 of SEQ ID .NO: 
E--> 768 <400> SEQUENCE: 8* 

. 76 9 Arg Gin- His Val Asn Thr' Lys 

■ . 770 - . 1 . -5 - . 

•' .773 <210> SEQ ID NO:'*9 . . 

774 <211> LENGTH:. '9 




RAW SEQUENCE LISTING DATE: 08/06/2002 

PATENT APPLICATION: US/10/0 8 8,63 9 TIME: 14:10:46 




Input Set : A:\003300-920.ST25.txt 
Output Set: N:\CRF3\08062002\J088639.raw 

775 <212> TYPE: PRT 

776 <213> ORGANISM: Human > C" V 

778 <223> OTHER INFORMATION: Amino acids 154-162 of SEQ ID NO : 

> 780 <400> SEQUENCE: 9 
'781 Cys Tyr Val Leu Ser Gin Asn Leu Arg 

782 1 5 

783 <210> SEQ ID NO: 10 

784 <211> LENGTH: 14 

785 <212> TYPE: PRT 

786 <213> ORGANISM: Human 

788 <223> OTHER INFORMATION: Amino acids 185-198 of SEQ ID NO: 

> .790 <400> SEQUENCE: 10 . . 

791 Phe Gly. Ser Cys Gin Gin -Gly Val Ala Ala Thr Phe Thr Lys 

* 792 Tr ' - . • * " 5 10 

795 <21.0> SEQ ID NO: 11 

796 <211> .LENGTH:. 16. 

797 <212> TYPE : PRT 
,~7,98 .^i3> : ORGAtoSM:' Suman - 

W.800 l<223>^bTHER-"I^E6RMATION:: : Amino acids 198-214; of SEQ: ID NO: 
>^iBi0^;^0^>^i5BQUENCEs 11 ■ ' • 

,v?803 .'Asp Phe His Tyr, lie Val Phe Gly Ala. Pro Giy .Thr Tyr Asn Trp Lys 

* '804 1 • 5 10 15 
.80.7 <210> SEQ ID NO: .12... ... .. ... . ... ....... ....... 

. 808 '<2.11> LENGTH: 11 . . 
T""809 <212> TYPE :. PRT . ' \ 

810 <213>' ORGANISM : Human 
; 812 <223>- OTHER INFORMATION: Amino acids 272-282. of SEQ ID NO: 3 

> 814 <4 00 > SEQUENCE: 12 
.815 Asp Glu lie. Thr Phe Val Ser Gly. Ala. Pro Arg 

816". i ••• •- * v ; .5 10 
. 819 <21.0> SEQ .ID NO: 13 
. 11820 "<211> LENGTH: 11 \ 
. 821 <2l2> TYPE: PRT " 

822 <213> ORGANISM; Human. % 
.r- &24 ' <223> OTHER ; f NfORMATION ; Amino acids 283-293 of SEQ ID NO.: . 3 

> 826 <400> SEQUENCE: 13 
'827 Ala Asn His Ser Gly . Ala Val Val Leu-Leu Lys 

. . /-828 . . 1. - .5 10 . . 

•831 <210> SEQ ID NO: 14 
832 <211> LENGTH:.. 16 
j.833 <212> TYPE: PRT 
834 <213> ORGANISM*: Human 
. 836 <2.23> OTHER INFORMATION :• Amino acids 328-343 of SEQ ID NO: 3 

> 838 <400> SEQUENCE : . 14 

839 Asp Gly Trp Gin Asp lie Val' lie Gly Ala Pro Gin Tyr Phe Asp. Arg 
. ' 840- 1 5 .. : ■ : ' .. • - -**-.l-0 .V . .. . ' . \15 . 

. . 841 <210> SEQ ID .NO:' !15 -. ■ ' 

84 2 *<211> LENGTH: 1.7 ■ • * ' 

"843 <212> TYPE: PRT 





RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/088 , 639 



DATE: 08/06/2002 
TIME: 14:10:46 



Input Set : A:\003300-920.ST25.txt 
Output Set: N:\CRF3\08062002\J088639.raw 

844 <213> ORGANISM: Human Jft^ 

846 <223> OTHER INFORMATION: Amino acids 344-360 of SEQ ID NO: 3 
84 8 <4 00> SEQUENCE: 15 

84 9 Asp Gly Glu Val Gly Gly Ala Val Tyr Val Tyr Met Asn Gin Gin Gly 
850 15 10 15 

- 852 Arg 

856 <210> SEQ ID NO: 16 

857 <211> LENGTH: 8 

858 <212> TYPE: ' PRT 

859 <213> ORGANISM: Human 
• ' 861 <223> OTHER • INFORMATION : Amino acids" 361 - 3 68 . of SEQ IB NO: 

E"> 863 <406> SEQUENCE: 16 

. 864 Tr.p. Asn Asn Val Lys Pro He Arg 

865 • '. .. ' ' 5 i 

' 868 <210> SEQ ID NO: 17 
. 869. <211> LENGTH: 24 ; . 
870. <212> TYPE: PRT . ' " : 

^^B73^223^ of SEQ ID NO: 3 '■ 

E--> 875 < 4 0 0 >; SEQUENCE :; 17 ^ V 

8-7.6* Asn lie Gly Asp lie Asn Gin .Asp Gly Tyr Pro . Asp. He Ala Val Gly 

877 1 . , '. 5 - 1.0 ■." 15 

. .879. Ala Pro -.Tyr.: Asp Asp .Le.u Gly Lys . . . ...... - 

88p . 20 ; ...... \ 

883 <210> SEQ ID NO:' 18 "V 

884 <211> LENGTH: 18 

885 <212> TYPE : PRT . ., \ 
• 886 ,<213> ORGANISM: - Human 

* 888 <223> OTHER INFORMATION; Amino acids 427-444 of SEQ ID NO : 3 

E— >. 890 <406> SEQUENCE: 18 

.891 Gly He Ser Pro Tyr Phe Gly Tyr .Ser. He Ala Gly Asn Met Asp Leu.. 
* 892 I./. p 10 . 15 

894 Asp Arg * 
. 896 <210> SEQ ID NO; 19 
'■■•>" 8.97 ':<2.1.1> LENGTH:: 19. . ■'• : * 

898 <212> TYPEr PRT 

899 <213> ORGANISM : Human - 
... 901..<22.3> OTHER INFORMATION: Amino, acids 445-463 of SEQ ID NO: 3 

E--> 903 <400> SEQUENCE: 19 

. 904 Asn Ser Tyr. Pro Asp Val Ala Val. Gly Ser Leu Ser. Asp Ser Val. Thr 
905 ' " - 1 " J ■ ' 5-' ; ■ ' " • ' 10 ■ ' 15 

. .907 He Phe Arg ; 

911 <210> SEQ ID NO: 20 - 
.912 <211>. LENGTH: 9 
913 <212> TYPE: PRT "• * 
'914 <213> ORGANiSM:.- Human 

.916 <223> OTHER .INFORMATION: Amino acids 464-472 of. SEQ ID .NO : 3 
E--> 918 <400> SEQUENCE: 20 

919 Ser Arg Pro Val lie Asn He Gin Lys'' 





Page 14 of 17 



RAW SEQUENCE LISTING DATE: 
PATENT APPLICATION: US/10/0 8 8 r 63 9 TIME: 

Input Set : A:\003 300-920.ST25.txt 
Output Set: N:\CRF3\08062002\J088639.raw 



08/06/2002 
14:10:46 



92 0 



5 

39 



•Terrors showi exist throughout 

: V.y.'dng. Pk.£5e check subsequent 
:'o* 5isi*xu«y errors. 



1137 <210> SEQ ID NO: 

1138 <211> LENGTH: 18 

1139 <212> TYPE: PRT 

-■1140 <213> ORGANISM: Human ^'.^4^ 

1142 <223>" OTHER INFORMATION: Amino acids 414-431 of SEQ ID NO: 4 
E--> 1144 <400> SEQUENCE: 39Ala Leu Glu His Val Asp Gly Thr His Val Cys Gin Leu Pro Glu 

114 5 : Asp "^S. 
E--> 1146- 1 5>. * - 

E - - > 114 8 Gin Lys /JMP* 



10 



15 



VERIFICATION SUMMARY DATE: 08/06/2002 

PATENT APPLICATION: US/10/0 8 8 , 63 9 TIME: 14:10:47 



Input Set : A:\003300-920.ST25.txt 
Output Set: N:\CRF3\08062002\J088639.raw 



I,: 36- M: ; 20_0 :E:- Mandatory Header Field missing, <220> not found for SEQ ID# : 1 



jj : 


108 


M: 


200 


E: 


Mandatory 


Header 


Field 


missing , 


<220> 


not 


found 


for 


SEQ 


ID# : 


2 




165 


M: 


200 


E: 


Mandatory 


Header 


Field 


missing , 


<220> 


not 


found 


for 


SEQ 


ID# : 


3 


j : 


37 3 


M: 


200 


E: 


•Mandatory 


Header 


Field 


missing , 


<220> 


not 


found 


for 


SEQ 


ID#: 


4 




729 


M: 


200 


E: 


Mandatory 


Header 


Field 


missing , 


<22C> 


not 


found 


for 


SEQ 


ID* : 


5 




741 


M: 


200 


E: 


Mandatory 


Header 


Field 


missing , 


<220> 


net 


found 


for 


SEQ 


ID# : 


6 


Li : 


756 


M: 


200 


E: 


Mandatory 


Header 


Field 


missing , 


<220> 


not 


found 


for 


SEQ 


ID#: 


7 


Lj 


768 


M: 


200 


E: 


Mandatory 


Header 


Field 


missing, 


<220> 


not 


found 


for 


SEQ 


ID# : 


8 


L: 


780 


M : 


200 


E: 


Mandatory 


Header 


Field 


missing. 


<220> 


not 


found 


for 


SEQ 


ID# : 


9 


L: 


790 


M: 


200 


E: 


Mandatory 


Header 


Field 


missing, 


<220> 


not 


found 


for 


SEQ 


ID#: 


10 


L: 


802 


M: 


200 


E.: 


Mandatory 


Header 


Field 


missing, 


<220> 


not 


found 


for 


SEQ 


ID#: 


11 


L.: 


814. 


M: 


200 


E: 


rMandatory 


•Header 


Field 


missing, 


<220> 


not 


found 


for 


SEQ 


ID# : 


12 


L: 


826. 


M; 


200 


E: 


Mandatory 


Header 


Field 


missing, 


<220> 


not 


found 


for 


SEQ 


ID# : 


13 


L: 


838 


M: 


:2$5 


E: 


Mandatory 


Header 


Field 


missing, 


<220> 


not 


found 


for 


SEQ 


ID#: 


14 


L: 


848 


. M : 


200 


E: 


Mandatory 


Header 


Field 


missing, 


<220> 


not 


found 


for 


SEQ 


ID# : 


15 


hi 


863 


M:200 


E: 


: Mandatory 


Header 


Field 


missing, 


<220> 


not 


found 


for 


SEQ 


IP#: 


16 


L: 


875 


M:200 


E: 


Mandatory 


Header 


Field 


missing, 


<220> 


not 


found 


for 


SEQ 


ID#: 


17 


I*::890 v 


M:200 


-E;^ 


Mandatory 


-Header-Field* 


missing; 


^<220>^not 


found 


for 


SEQ 


ID#: 


I? 


Di903 


M: 


;200: 


: E^ 


~Mandat9ry-Header-:Field 


missing,; 


/;<220^ 


mot 


found 


for 


SEQ 


ID#": 


19 




91.8 


M: 


;2Q0. E: 


Mandatory .Header 


Field 


missing, 


T<220>. 


not 


-found 


for 


.SEQ 


. ID**: 




L: 


930 


M; 


:200 


E: 


Mandatory- Header Field 


missing, 


<220> not found 


for 


SEQ 


iD#: 


21 


L: 


94 5 


M:200 


E: 


Mandatory 


Header 


Field 


missing, 


<220>* not 


found 


for 


SEQ 


ID#: 


22 


. L L ; 


958 


M:200 


, E .: 


Mandatory. ..Header, yield. 


missing, 


<220> .not found for 


SEQ 


ID#:23 


L: 


970 


M: 


:200 


E : 


Mandatory 


Header 


Field 


missing, 


<220>_ 


not 


found 


for 


SEQ 


ID#: 


24 


L: 


§82 


M : 


:200 


E : 


'Mandatory Header Field 


.missing, 


<220>~ 


not 


found 


for 


SEQ 


ID#": 


25 


L: 


994 


M: 


:200 


E: 


Mandatory 


Header 


Field 


missing, 


• <220>- 


not 


found 


for 


SEQ 


ID#: 


26 



L: 1006 M: 200 E: Mandatory Header Field missing,, <220> not found for SEQ ID# : 27 
■Lcl016 M:200Ei Mandatory Header Field missing," <220>- not found for SEQ*ID#:28 
L;1028 M:200 E: Mandatory Header Field missing, <220> not found for SEQ ID#:29 
.L : 10.40 KT: 200 E: Mandatory - Header Field missing, <220> not found for SEQ TD# : 30 
L.-1052 M\200 E: Mandatory .Header. Field missing, <220> not found for SEQ ID#:31 
L:1064 M ; 200 E: Mandatory .Header Field missing, <220> not found for . SEQ ID#.:32 
i/:1074 Mr 200 E: Mandatory Header* Field missingr <220*> not found for SEQ*ID#:33- 
L:1086 M:20.Q E: Mandatory Header Field missing, <220> not found; for SEQ JD#:34 
t: 1098 M: 200 E: -Mandatory Header -Field missing,, <220> not found, for. SEQ lb#:35 
L:lll0- M:200. E: Mandatory Header Field missing; <220> not found for SEQID#:36 
L:1122 M:200 S E: Mandatory-Header Field missing, <220> not found for. SEQ ID#:37 
L:113.2 M;200 E: Mandatory Header Field missing , <220> not found for SEQ. ID#:38 
L:1144 M;'200 E: Mandatory Header Field missing, <220> not found for SEQ ID#:39 
L:1146 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:39 . 
L-1148 M.-252 E: No, of Seq: differs / <21i> LENGTH : Input ; 18 Found: 3 SEQ: 39 
L:1159 M:2Q0 E: Mandatory Header Field missing, <220> not found for SEQ ID# : 4.0 
L.:1171 M:200 E: Mandatory Header Field missing, • <22 0> not found for SEQ ID#:41 
L:1183 M:200 E: Mandatory Header Field missing/ <220> not found for SEQ ID#:42 
L:1193 M:200 E: Mandatory Header Field missing, <220> not found for SEQ ID#:43 
L:1205 M: 200 E. : Mandatory. Header jField missing, .<220> riot found f.or" - SEQ" ID* : 44* 
L:1220 M:200'E: Mandatory Header Field missing, <220> not found for SEQ ID# : 4 5 
L:1232 M:200 E: Mandatory Header Field missing, <220> not found for SEQ.ID#:46 



VERIFICATION SUMMARY DATE: 08/06/2002 

PATENT APPLICATION: US/10/0 8 8 , 6 3 9 TIME: 14:10:47 



Input Set : A:\003300-920.ST25.txt 
Output Set: N:\CRF3\08062002\J088639.raw 



L:1244 M:200 E 

L:1256 M:200 E 

L: 1268 M: 200 E 

L:1280 M:200 E 



Mandatory Header Field missing, <220> not found for SEQ ID#:47 

Mandatory Header Field missing, <220> not found for SEQ ID#:48 

Mandatory Header Field missing, <220> not found for SEQ ID#:49 

Mandatory Header Field missing, <220> not found for SEQ ID# : 50 



